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Desain Primer Daerah Coding dan 3’UTR  Gen HSP70 Ayam Leher Gundul 

(LEGUND) 

ABSTRAK 

Gen HSP70 merupakan salah satu mekanisme adaptasi tidak terkecuali ayam legund, 

namun penelitian dan database terkait ayam lokal masih jarang, sehingga perlu dilakukan 

penelitian untuk melengkapi database yaitu salah satunya dengani membuat primer gen 

HSP70 pada ayam leher gundul untuk mendeteksi SNP pada daerah coding dan 3’UTR 

sehingga dapat membantu peneliti selanjutnya melakukan penelitian terkait polimorfisme 

gen HSP70 ayam leher gundul. Penelitian ini, meliputi:  desain primer, pengujian secara in 

silico (BLAST), dan in vitro dengan menggunakan sampel DNA ayam leher gundul yang 

berasal dari koleksi. Sampel diamplifikasi dan dilihat ukurannya dengan metode 

elektroforesis, kemudian dilakukan sequencing, BLAST dan aligment menggunakan 

MEGA. Aligment dilakukan dengan menempelkan konsensus hasil sequencing ke gen 

HSP70 ayam dengan nomor akses J02579.1, AY178441, AY178442, AY178443. Hasil 

yang diperoleh didapatkan secara in silico primer yang didesain memenuhi kriteria yang 

diharapkan. Secara in vitro hasil dari PCR didapatkan pita tunggal yang memiliki ukuran 

yang spesifik yaitu 963 bp dan 934 bp dengan suhu optimasi primer 1 60oC dan Primer 2 

58oC, hasil sequencing didapatkan chromatogram satu puncak. BLAST memperlihatkan 

sequence homolog dengan sequence Gallus gallus pada database NCBI, setelah dipetakan 

hasil sequencing dengan gen J02579.1 terlihat daerah SNP target yang ikut teramplifikasi. 

Hal ini sejalan dengan hasil aligment yaitu terdapat dugaan keberadaan SNP walaupun 

harus dibuktikan lebih lanjut. Dapat disimpulkan bahwa primer yang didesain merupakan 

primer gen HSP70 pada ayam leher gundul dan dapat digunakan untuk mendeteksi SNP 

gen HSP70  ayam leher gundul pada daerah coding dan 3’UTR.Peneitian selanjutnya 

sembilan sampel sisanya untuk melihat polimorfisme dan asosiasi gen HSP70 ayam leher 

gundul. 

Kata kunci : Ayam Leher Gundul, HSP70, Primer, SNP 
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Primary Design Coding Region and 3'UTR of HSP70 Gene in Naked Neck 

Chicken (LEGUND) 

ABSTRACT 

The HSP70 gene is one of the adaptation mechanisms, including legund chickens, but 

research and databases related to local chickens are still rare, so it is necessary to do 

research to complete the database, one of which is by making HSP70 gene primers in bare 

neck chickens to detect SNPs in the coding and 3' regions. UTR so that it can help further 

researchers carry out research related to the HSP70 gene polymorphism of naked neck 

chickens. This study includes: primer design, in silico testing (BLAST), and in vitro using 

naked neck chicken DNA samples from collections. The sample was amplified and 

measured by electrophoresis method, then sequencing, BLAST and alignment were 

performed using MEGA. Alignment was performed by attaching the consensus sequenced 

results to the chicken HSP70 gene with access numbers J02579.1, AY178441, AY178442, 

AY178443. The results obtained were obtained by primary in silico which was designed to 

meet the expected criteria. In vitro PCR results obtained a single band that has a specific 

size, namely 963 bp and 934 bp with a primer optimization temperature of 1 60oC and 

primer 2 58oC, the sequencing results obtained a single peak chromatogram. BLAST 

showed homologous sequences with Gallus gallus sequences in the NCBI database, after 

mapping the results of the sequences with the J02579.1 gene, the target SNP regions were 

also amplified. This is in line with the alignment results, namely that there is an allegation 

of the existence of SNP although it must be further proven. It can be concluded that the 

primer designed is a primer for the HSP70 gene in naked neck chickens and can be used to 

detect the HSP70 gene SNP in naked neck chickens in the coding and 3'UTR regions. The 

next study was the remaining nine samples to see polymorphisms and associations of the 

HSP70 gene in naked neck chickens.  

.Keywords : Naked Neck Chicken, HSP70, Primer, SNP 
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